	MicrobeSupplementary Table 1: Prevalence of bacterial mono-infection in this study.


	Frequency
	Percentage %

	Escherichia coli
	376
	30.59

	Klebsiella pneumoniae
	263
	21.40

	Enterococcus faecalis
	104
	8.46

	Pseudomonas aeruginosa
	96
	7.81

	Streptococcus agalactiae
	78
	6.35

	Enterococcus faecium
	37
	3.01

	Proteus mirabilis
	37
	3.01

	Enterobacter cloacae
	31
	2.52

	Candida sp.
	30
	2.44

	Acinetobacter calcoaceticus-baumannii 
	24
	1.95

	Staphylococcus aureus
	22
	1.79

	Enterobacter aerogenes
	16
	1.30

	Serratia marcescens
	11
	0.90

	Staphylococcus epidermidis
	10
	0.81

	Klebsiella oxytoca
	9
	0.73

	Acinetobacter baumannii
	7
	0.57

	Morganella morganii
	6
	0.49

	Citrobacter koseri (diversus)
	5
	0.41

	Staphylococcus haemolyticus
	5
	0.41

	Acinetobacter lwoffii
	4
	0.33

	Providencia stuartii
	4
	0.33

	Gram positive cocci
	4
	0.33

	Corynebacterium sp.
	4
	0.33

	Citrobacter freundii
	4
	0.33

	Staphylococcus saprophyticus
	3
	0.24

	Coagulase Negative Staphylococcus
	3
	0.24

	Gram negative rods
	3
	0.24

	Stenotrophomonas maltophilia
	2
	0.16

	Staphylococcus hominis
	2
	0.16

	Providencia rettgeri
	2
	0.16

	Sphingomonas paucimobilis
	2
	0.16

	Streptococcus adjacens
	1
	0.08

	Serratia liquefaciens
	1
	0.08

	Citrobacter amalonaticus
	1
	0.08

	Citrobacter farmeri
	1
	0.08

	Enterococcus raffinosus
	1
	0.08

	Achromobacter sp.
	1
	0.08

	Streptococcus dysgalactiae
	1
	0.08

	Pseudomonas mendocina
	1
	0.08

	Achromobacter xylosoxidans ss. xylosoxidans
	1
	0.08

	Raoultella planticola
	1
	0.08

	
	
	

	Citrobacter sp.
	1
	0.08

	Escherichia coli, Staphylococcus epidermidis
	1
	0.08

	Corynebacterium amycolatum
	1
	0.08

	Streptococcus pyogenes
	1
	0.08

	Klebsiella pneumoniae, Corynebacterium sp.
	1
	0.08

	Pseudomonas fluorescens
	1
	0.08

	Pseudomonas putida
	1
	0.08

	Pseudomonas sp.
	1
	0.08

	Serratia fonticola
	1
	0.08

	Serratia plymuthica
	1
	0.08

	Acinetobacter haemolyticus
	1
	0.08

	Proteus vulgaris
	1
	0.08

	Aeromonas sp.
	1
	0.08

	Streptococcus pneumoniae
	1
	0.08

	Trichosporon asahii
	1
	0.08

	Total
	1229
	





Supplementary Table 2: Prevalence of urinary tract di-infections in this study.
	Di-infection 
	Frequency
	Percentage %

	Proteus mirabilis, Klebsiella pneumoniae
	15
	9.32

	Pseudomonas aeruginosa, Klebsiella pneumoniae
	13
	8.07

	Enterococcus faecalis, Klebsiella pneumoniae
	12
	7.45

	Escherichia coli, Proteus mirabilis
	11
	6.83

	Escherichia coli, Klebsiella pneumoniae
	11
	6.83

	Candida sp., Klebsiella pneumoniae
	9
	5.59

	Candida sp., Enterococcus faecium
	8
	4.97

	Escherichia coli, Enterococcus faecalis
	7
	4.35

	Candida sp., Escherichia coli
	5
	3.11

	Escherichia coli, Pseudomonas aeruginosa
	5
	3.11

	Candida sp., Acinetobacter calcoaceticus-baumannii 
	5
	3.11

	Escherichia coli, Enterococcus faecium
	4
	2.48

	Candida sp., Serratia marcescens
	2
	1.24

	Enterococcus faecalis, Klebsiella oxytoca
	2
	1.24

	Klebsiella pneumoniae, Streptococcus agalactiae
	2
	1.24

	Candida sp., Providencia rettgeri
	2
	1.24

	Candida sp., Stenotrophomonas maltophilia
	2
	1.24

	Klebsiella pneumoniae, Enterobacter cloacae
	2
	1.24

	Escherichia coli, Streptococcus agalactiae
	2
	1.24

	Klebsiella pneumoniae, Citrobacter freundii
	2
	1.24

	Escherichia coli, Acinetobacter calcoaceticus-baumannii 
	2
	1.24

	Acinetobacter baumannii, Enterobacter cloacae
	1
	0.62

	Staphylococcus aureus, Pseudomonas putida
	1
	0.62

	Trichosporon asahii, Yeast
	1
	0.62

	Klebsiella pneumoniae, Pseudomonas putida
	1
	0.62

	Escherichia coli, Morganella morganii
	1
	0.62

	Klebsiella pneumoniae, Enterococcus faecium
	1
	0.62

	Pseudomonas aeruginosa, Acinetobacter baumannii
	1
	0.62

	Pseudomonas aeruginosa, Klebsiella oxytoca
	1
	0.62

	Serratia marcescens, Morganella morganii
	1
	0.62

	Candida sp., Enterobacter cloacae
	1
	0.62

	Staphylococcus aureus, Enterococcus faecalis
	1
	0.62

	Klebsiella pneumoniae, Acinetobacter calcoaceticus-baumannii 
	1
	0.62

	Escherichia coli, Staphylococcus epidermidis
	1
	0.62

	Escherichia coli, Enterobacter cloacae
	1
	0.62

	Stenotrophomonas maltophilia, Acinetobacter calcoaceticus-baumannii 
	1
	0.62

	Enterococcus faecalis, Burkholderia cepacia 
	1
	0.62

	Klebsiella pneumoniae, Proteus vulgaris
	1
	0.62

	Klebsiella pneumoniae, Pseudomonas acidovorans
	1
	0.62

	Enterococcus faecium, Enterobacter aerogenes
	1
	0.62

	Pseudomonas aeruginosa, Enterobacter aerogenes
	1
	0.62

	Candida sp., Gram negative rods
	1
	0.62

	Morganella morganii, Achromobacter sp.
	1
	0.62

	Enterococcus faecium, Proteus mirabilis
	1
	0.62

	Proteus mirabilis, Citrobacter freundii
	1
	0.62

	Staphylococcus aureus, Klebsiella pneumoniae
	1
	0.62

	Pseudomonas aeruginosa, Enterobacter cloacae
	1
	0.62

	Pseudomonas aeruginosa, Enterococcus faecium
	1
	0.62

	Enterococcus faecium, Yeast
	1
	0.62

	Proteus mirabilis, Morganella morganii
	1
	0.62

	Candida sp., Staphylococcus aureus
	1
	0.62

	Klebsiella pneumoniae, Stenotrophomonas maltophilia
	1
	0.62

	Candida sp., Proteus mirabilis
	1
	0.62

	Escherichia coli, Citrobacter farmeri
	1
	0.62

	Pseudomonas aeruginosa, Streptococcus agalactiae
	1
	0.62

	Providencia stuartii, Escherichia coli
	1
	0.62

	Klebsiella pneumoniae, Providencia stuartii
	1
	0.62

	Candida sp., Providencia stuartii
	1
	0.62

	Pseudomonas aeruginosa, Acinetobacter calcoaceticus-baumannii 
	1
	0.62

	Total
	161
	














Supplementary Table 3: Number of urinary tract pathogens (di-infection) in this study. 
	Pathogen I 
Pathogen II
	Pathogen I
	Pathogen II
	Total
	Pearson’s chi-square test
	P-value

	
	P. mirabilis
	Non-P. mirabilis
	
	
	

	K. pneumoniae
	15
	59
	74
	5.550
	0.018

	Non-K. pneumoniae
	15
	147
	162
	
	

	Total 
	30
	206
	236
	
	

	
	P. aeruginosa
	Non-P. aeruginosa
	
	
	

	K. pneumoniae
	13
	61
	74
	
	

	Non-K. pneumoniae
	11
	149
	160
	6.285
	0.012

	Total
	24
	210
	234
	
	

	
	E. faecalis
	Non-E. faecalis
	
	
	

	K. pneumoniae
	12
	58
	70
	
	

	Non-K. pneumoniae
	11
	150
	161
	5.785
	0.016

	Total
	23
	208
	231
	
	

	
	P. mirabilis 
	Non-P. mirabilis
	
	
	

	E. coli 
	11
	41
	52
	
	

	Non-E. coli
	19
	151
	170
	3.392
	0.066

	Total
	30
	192
	222
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	E. coli 
	11
	41
	52
	
	

	Non-E. coli
	61
	151
	212
	1.222
	0.269

	Total
	72
	192
	264
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	Candida sp
	9
	32
	41
	
	

	Non-Candida sp
	63
	153
	216
	0.890
	0.346

	Total
	72
	185
	257
	
	

	
	E. faecium
	Non-E. faecium
	
	
	

	Candida sp
	8
	31
	39
	
	

	Non-Candida sp
	9
	154
	163
	9.176
	0.002

	Total
	17
	185
	202
	
	

	
	E. faecalis
	Non-E. faecalis
	
	
	

	E. coli 
	7
	44
	51
	
	

	Non-E. coli
	16
	155
	171
	0.807
	0.369

	Total
	23
	199
	222
	
	

	
	Candida sp
	Non-Candida sp
	
	
	

	E. coli 
	5
	46
	51
	
	

	Non-E. coli
	34
	173
	207
	1.398
	0.237

	Total
	39
	219
	258
	
	

	
	P. aeruginosa
	Non-P. aeruginosa
	
	
	

	E. coli 
	5
	46
	51
	
	

	Non-E. coli
	15
	157
	172
	0.0565
	0.812

	Total
	20
	203
	223
	
	

	
	E. faecium
	Non-E. faecium
	
	
	

	E. coli 
	4
	47
	51
	
	

	Non-E. coli
	13
	158
	171
	0.0032
	0.955

	Total
	17
	205
	2232
	
	

	
	A. calcoaceticus-baumannii 
	Non-A. calcoaceticus-baumannii
	
	
	

	Candida sp., 
	5
	33
	38
	
	

	Non- Candida sp
	7
	156
	163
	4.312
	0.038

	Total
	12
	189
	201
	
	

	
	S. marcescens
	Non-S. marcescens
	
	
	

	Candida sp., 
	2
	37
	39
	
	

	Non- Candida sp
	1
	160
	161
	4.316
	0.038

	Total
	3
	197
	200
	
	

	
	E. faecalis
	Non- E. faecalis
	
	
	

	K. oxytoca
	2
	0
	2
	
	

	Non-K. oxytoca
	21
	160
	181
	14.067
	0.0002

	Total
	23
	160
	183
	
	

	
	S. agalactiae
	Non-S. agalactiae
	
	
	

	K. pneumoniae 
	2
	3
	5
	
	

	Non-K. pneumoniae
	52
	160
	212
	0.626
	0.429

	Total
	54
	163
	217
	
	

	
	Candida sp.,
	Non-Candida sp.,
	
	
	

	P. rettgeri
	2
	0
	2
	
	

	Non-P. rettgeri
	36
	161
	197
	8.560
	0.003

	Total
	38
	161
	199
	
	

	
	Candida sp.,
	Non-Candida sp.,
	
	
	

	S. maltophilia 
	2
	2
	4
	
	

	Non-S. maltophilia
	36
	160
	196
	2.549
	0.110

	Total
	38
	162
	198
	
	

	
	E. cloacae
	Non-E. cloacae
	
	
	

	K. pneumoniae 
	2
	60
	62
	
	

	Non- K. pneumoniae
	3
	160
	163
	0.397
	0.529

	Total
	5
	220
	225
	
	

	
	E. coli
	Non-E. coli
	
	
	

	S. agalactiae
	2
	3
	5
	
	

	Non-S. agalactiae
	49
	160
	209
	0.737
	0.391

	Total
	51
	163
	214
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	C. freundii
	2
	1
	3
	
	

	Non- C. freundii
	72
	160
	232
	1.743
	0.187

	Total
	74
	161
	235
	
	

	
	A. calcoaceticus-baumannii 
	Non-A. calcoaceticus-baumannii
	
	
	

	E. coli 
	2
	49
	51
	
	

	Non-E. coli
	6
	160
	166
	0.103
	0.918

	
	8
	209
	217
	
	

	
	A. calcoaceticus-baumannii 
	Non-A. calcoaceticus-baumannii
	
	
	

	E. cloacae
	1
	3
	4
	
	

	Non- E. cloacae
	4
	161
	165
	6.933
	0.008

	Total
	5
	164
	169
	
	

	
	A. calcoaceticus-baumannii 
	Non-A. calcoaceticus-baumannii
	
	
	

	E. cloacae
	1
	3
	4
	
	

	Non- E. cloacae
	4
	161
	165
	6.933
	0.008

	Total
	5
	164
	169
	
	

	
	S. aureus
	Non-S. aureus
	
	
	

	 P. putida
	1
	1
	2
	
	

	Non-P. putida
	3
	161
	164
	19.497
	<0.0001

	Total
	4
	162
	166
	
	

	
	T. asahii
	Non- T. asahii
	
	
	

	 Yeast
	1
	0
	1
	
	

	Non-Yeast
	0
	161
	161
	162.000
	<0.0001

	Total
	1
	161
	162
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	 P. putida
	1
	1
	2
	
	

	Non-P. putida
	71
	161
	232
	0.350
	0.554

	Total
	72
	162
	234
	
	

	
	E. coli
	Non-E. coli
	
	
	

	 M. morganii
	1
	3
	4
	
	

	Non-M. morganii
	51
	161
	212
	0.0019
	0.965

	
	52
	164
	216
	
	

	
	K. pneumoniae
	Non- K. pneumoniae
	
	
	

	E. faecium
	1
	4
	5
	
	

	Non- E. faecium
	62
	161
	223
	0.149
	0.700

	Total
	63
	165
	228
	
	

	
	A. baumannii
	Non-A. baumannii
	
	
	

	P. aeruginosa 
	1
	24
	25
	
	

	Non-P. aeruginosa
	8
	161
	169
	0.0265
	0.871

	Total
	9
	185
	194
	
	

	
	P. aeruginosa
	Non-P. aeruginosa
	
	
	

	K. oxytoca
	1
	0
	1
	
	

	Non- K. oxytoca
	24
	161
	185
	6.475
	0.011

	Total 
	25
	161
	186
	
	

	
	S. marcescens
	Non- S. marcescens
	
	
	

	M. morganii
	1
	3
	4
	
	

	Non-M. morganii
	0
	161
	161
	40.495
	<0.001

	Total
	1
	164
	165
	
	

	
	Candida sp.,
	Non-Candida sp.,
	
	
	

	E. cloacae
	1
	5
	6
	
	

	Non-E. cloacae
	36
	161
	197
	0.010
	0.920

	Total
	37
	166
	203
	
	

	
	S. aureus
	Non-S. aureus
	
	
	

	E. faecalis
	1
	10
	11
	
	

	Non- E. faecalis
	3
	161
	164
	2.434
	0.119

	Total
	4
	171
	175
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	A. calcoaceticus-baumannii
	1
	7
	8
	
	

	Non-A. calcoaceticus-baumannii
	74
	161
	235
	1.307
	0.253

	Total
	75
	168
	243
	
	

	
	E. coli
	Non-E. coli
	
	
	

	S. epidermidis
	1
	0
	1
	
	

	Non-S. epidermidis
	51
	161
	212
	3.111
	0.078

	Total
	52
	161
	213
	
	

	
	E. cloacae
	Non-E. cloacae
	
	
	

	E. coli
	1
	51
	52
	
	

	Non-E. coli
	5
	161
	166
	0.175
	0.675

	Total
	6
	212
	218
	
	

	
	S. maltophilia
	Non-S. maltophilia
	
	
	

	A. calcoaceticus-baumannii
	1
	7
	8
	
	

	Non-A. calcoaceticus-baumannii
	3
	161
	
164
	3.824
	0.051

	Total
	4
	168
	172
	
	

	
	E. faecalis
	Non- E. faecalis
	
	
	

	B. cepacia
	1
	0
	1
	
	

	Non-B. cepacia
	22
	161
	183
	7.038
	0.008

	Total
	23
	161
	184
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	 P. vulgaris
	1
	0
	1
	
	

	Non-P. vulgaris
	95
	161
	256
	1.684
	0.194

	Total
	96
	161
	257
	
	

	
	K. pneumoniae
	Non-K. pneumoniae
	
	
	

	P. acidovorans
	1
	1
	2
	
	

	Non-P. acidovorans
	24
	161
	185
	2.342
	0.126

	Total
	25
	162
	187
	
	

	
	E. aerogenes 
	Non-E. aerogenes
	
	
	

	E. faecium 
	1
	1
	2
	
	

	Non-E. faecium
	16
	161
	177
	3.860
	0.049

	Total
	17
	162
	179
	
	

	
	E. aerogenes 
	Non- E. aerogenes
	
	
	

	P. aeruginosa
	1
	1
	2
	
	

	Non-P. aeruginosa
	24
	161
	185
	2.342
	0.125

	Total
	25
	162
	187
	
	

	
	Candida sp., 
	Non-Candida sp.,
	
	
	

	Gram-negative rods
	1
	0
	1
	
	

	Non-Gram-negative rods
	39
	161
	200
	4.045
	0.044

	Total
	40
	161
	201
	
	

	
	M. morganii
	Non-M. morganii
	
	
	

	Achromobacter sp
	1
	0
	1
	
	

	Non-Achromobacter sp
	1
	161
	162
	80.997
	<0.001

	Total
	2
	161
	163
	
	

	
	E. faecium
	Non-E. faecium
	
	
	

	P. mirabilis
	1
	29
	30
	
	

	Non-P. mirabilis
	16
	161
	177
	1.108
	0.293

	Total
	17
	190
	207
	
	

	
	C. freundii
	Non-C. freundii
	
	
	

	P. mirabilis
	1
	29
	30
	
	

	Non-P. mirabilis
	2
	161
	163
	0.735
	0.391

	Total
	3
	190
	193
	
	

	
	S. aureus
	Non-S. aureus
	
	
	

	K. pneumoniae
	1
	73
	74
	
	

	Non- K. pneumoniae
	3
	161
	164
	0.070
	0.791

	Total
	4
	234
	238
	
	

	
	P. aeruginosa
	Non-P. aeruginosa
	
	
	

	E. cloacae 
	1
	5
	6
	
	

	Non-E. cloacae
	24
	161
	185
	0.070
	0.072

	Total
	25
	166
	191
	
	

	
	P. aeruginosa
	Non-P. aeruginosa
	
	
	

	E. faecium
	1
	15
	16
	
	

	Non-E. faecium
	24
	161
	185
	0.611
	0.434

	Total
	25
	176
	201
	
	

	
	E. faecium
	Non-E. faecium
	
	
	

	Yeast
	1
	15
	16
	
	

	Non-Yeast
	1
	161
	162
	4.159
	0.041

	Total
	2
	176
	178
	
	

	
	P. mirabilis
	Non-P. mirabilis
	
	
	

	M. morganii
	1
	3
	4
	
	

	Non-M. morganii
	29
	161
	190
	0.284
	0.594

	Total
	30
	164
	194
	
	

	
	Candida sp.,
	Non-Candida sp.,
	
	
	

	S. aureus
	1
	3
	4
	
	

	Non-S. aureus
	35
	161
	196
	0.136
	0.713

	Total
	36
	164
	200
	
	

	
	K. pneumoniae 
	Non- K. pneumoniae
	
	
	

	 S. maltophilia
	1
	3
	4
	
	

	Non-S. maltophilia
	73
	161
	234
	0.070
	0.791

	Total
	74
	164
	238
	
	

	
	Candida sp.,
	Non-Candida sp.,
	
	
	

	 P. mirabilis
	1
	29
	30
	
	

	Non-P. mirabilis
	37
	161
	198
	4.422
	0.035

	Total
	38
	190
	228
	
	

	
	E. coli
	Non-E. coli
	
	
	

	 C. farmeri
	1
	0
	1
	
	

	Non-C. farmeri
	51
	161
	212
	3.111
	0.078

	Total
	52
	161
	213
	
	

	
	S. agalactiae 
	Non-S. agalactiae
	
	
	

	P. aeruginosa 
	1
	24
	25
	
	

	Non-P. aeruginosa
	4
	161
	165
	0.210
	0.646

	Total
	5
	185
	190
	
	

	
	P. stuartii
	Non-P. stuartii
	
	
	

	E. coli 
	1
	51
	52
	0.139
	0.709

	Non-E. coli
	2
	161
	163
	
	

	Total
	3
	212
	215
	
	

	
	K. pneumoniae 
	Non-K. pneumoniae 
	
	
	

	P. stuartii 
	1
	2
	3
	
	

	Non-P. stuartii
	73
	161
	234
	0.006
	0.937

	Total
	74
	163
	237
	
	

	
	Candida sp., 
	Non-Candida sp., 
	
	
	

	P. stuartii 
	1
	2
	3
	
	

	Non-P. stuartii
	38
	161
	199
	0.385
	0.535

	Total
	39
	163
	202
	
	

	
	P. aeruginosa
	Non-P. aeruginosa
	
	
	

	A. calcoaceticus-baumannii
	1
	7
	8
	
	

	Non-A. calcoaceticus-baumannii
	24
	161
	185
	0.002
	0.969

	Total
	25
	168
	193
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